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Perspective 
Evolutionary experimental biology (informally, evo-devo) is a field of natural 
exploration that compares the experimental processes of different organisms to 
infer the ancestral connections between them and how experimental processes 
evolved. The field grew from 19th-century onsets, where embryology faced 
a riddle zoologists didn't know how embryonic development was controlled 
at the molecular position. Charles Darwin noted that having analogous 
embryos inferred common strain, but little progress was made until the 1970s. 
Also, recombinant DNA technology at last brought embryology together with 
molecular genetics. A crucial early discovery was of homeotic genes that 
regulate development in a wide range of eukaryotes.

The field is characterized by some crucial generalities which took evolutionary 
biologists by surprise. One is deep homology, the finding that different organs 
similar as the eyes of insects, invertebrates and cephalopod molluscs, long 
study to have evolved independently, are controlled by analogous genes similar 
as pax-6, from the evo-devo gene toolkit. These genes are ancient, being 
largely conserved among phyla; they induce the patterns in time and space 
which shape the embryo, and eventually form the body plan of the organism. 
Another is that species don't differ important in their structural genes, similar as 
those rendering for enzymes; what does differ is the way that gene expression is 
regulated by the toolkit genes. These genes are reused, unchanged, numerous 
times in different corridor of the embryo and at different stages of development, 
forming a complex waterfall of control, switching other nonsupervisory genes as 
well as structural genes on and off in a precise pattern. This multiple pleiotropic 
exercise explains why these genes are largely conserved, as any change would 
have numerous adverse consequences which natural selection would oppose.

New morphological features and eventually new species are produced by 
variations in the toolkit, either when genes are expressed in a new pattern, 
or when toolkit genes acquire fresh functions. Another possibility is the Neo-
Lamarckian proposition that epigenetic changes are latterly consolidated at 
gene position, commodity that may have been important beforehand in the 
history of multicellular life.

Evolutionary morphology
From the early 19th century through utmost of the 20th century, embryology faced 
a riddle. Creatures were seen to develop into grown-ups of extensively differing 
body plan, frequently through analogous stages, from the egg, but zoologists 
knew nearly nothing about how embryonic development was controlled at the 
molecular position, and thus inversely little about how experimental processes 
had evolved.  Charles Darwin argued that a participated embryonic structure 
inferred a common ancestor. As an illustration of this, Darwin cited in his 1859 
book On the Origin of Species the shrimp-suchlike naiad of the barnacle, whose 
sessile grown-ups looked nothing like other arthropods; Linnaeus and Cuvier, 
had classified them as molluscs. Darwin also noted Alexander Kowalevsky's 
finding that the tunicate, too, wasn't a mollusc, but in its larval stage had a 
notochord and pharyngeal gashes which developed from the same origin layers 
as the original structures in invertebrates, and should thus be grouped with 
them as chordates. 

19th century zoology therefore converted embryology into an evolutionary 
wisdom, connecting phylogeny with homologies between the origin layers of 
embryos. Zoologists including Fritz Müller proposed the use of embryology to 
discover phylogenetic connections between taxa. Müller demonstrated that 
crustaceans participated the Nauplius naiad, relating several parasitic species 
that hadn't been recognized as crustaceans. Müller also recognized that natural 
selection must act on naiads, just as it does on grown-ups, giving the taradiddle 
to recapitulation, which would bear larval forms to be shielded from natural 
selection.  Two of Haeckel's other ideas about the elaboration of development 
have fared better than recapitulation he argued in the 1870s that changes 
in the timing (heterochrony) and changes in the positioning within the body 
(heterotopy) of aspects of embryonic development would drive elaboration by 
changing the shape of a assignee's body compared to an ancestor's. It took a 
century before these ideas were shown to be correct. In 1917,D'Arcy Thompson 
wrote a book on the shapes of creatures, showing with simple mathematics 
how small changes to parameters, similar as the angles of a gastropod's helical 
shell, can radically alter an beast's form, though he preferred a mechanical 
to evolutionary explanation. But for the coming century, without molecular 
substantiation, progress stalled.
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