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miRNA as Potential Biomarkers for Cardiomyopathy
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Editorial in diabetic conditions. ERK MAPK activity requires further research as ROS
are believed to activate ERKs through mechanisms which is might be helpful
in preventing DCM [3].
Heart failure implies that the heart works less effectively and not that the - . )
heart has quit working. Heart failure is caused by many conditions that damage The GLUT trafficking pathway and the exosome secretion pathway are inter

the heart muscle. Coronary artery disease is where the arteries minimises the ~ connected during the absence of glucose. According to these interconnected
supply of oxygen and blood flow to the heart muscle. When the heart muscles moleculgr mechamsms it can be recommended that glucose uptake from the
are damaged from infections or alcohol or drug abuse rather than the minimal ~ éndothelium to cardiomyocytes could be regulated by short range exosome
supply of oxygen or blood, is known as Cardiomyopathy. Conditions that co_mmunlcatlon. This makes exosomes the potential biomarkers and they
exhaust the heart like hypertension, valve ailment, thyroid disease, kidney might also represent therapeutic targets or agents that could reverse the

infection, diabetes, or hereditary heart defects may cause heart failure [1]. impaired insulin signaling observed in DCM [4].

Cardiac diabetic diseases have become one of the most common causes To prevent the increased fatality rate due to DCM, it is necessary to find
of morbidity and mortality among diabetic patients. Specifically, diabetic 2 €arly diagnosis of the disease for the asymptomatic patients. Biomarkers
cardiomyopathy (DCM) is described with a diastolic dysfunction and cardiac &0 be used to identify the early signs of DCM as the other advanced
remodelling without indications of high blood pressure and coronary artery |maglng techniques havg been failed. The potential use of circulating miRNA
diseases [2]. It is difficult to identify DCM in its early stages because of its 2 biomarker has been increased as the usage theory has been backed up
heterogeneity therefore, it is important to discover potential biomarkers in order by seyeral studies done by Iresearch.groups. The ear!y deFectlon of pCM
to improve the prognosis of DCM since a strategy for prevention and treatment 0¥ MiRNA can help by treating the diabetes-derived diastolic dysfunctional
has not been found yet. As a possible alternative for treatment of this discase ~ Patients with antidiabetic treatment and cardio prophylactic therapies [5].

the use of miRNA as biomarkers has received a considerable attention in the

biomedical field. References
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