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. inhibitors, which rely on robust immune responses. The combination of
Introduction immune dysregulation, chronic viral replication, and immune evasion
strategies employed by both HIV and oncogenic viruses complicates the use
Human Immunodeficiency Virus (HIV) infection has long been recognized of immunotherapy [3-5].
for its profound effects on the immune system. However, over the past few
decades, it has become increasingly clear that HIV is also associated with a .
higher risk of developing various types of malignanciesa broader spectrum COHC'USIO“
of cancers influenced by the immunocompromised state induced by HIV and
its treatments. The underlying mechanisms of HIV-associated malignancies Proteomics is the large-scale study of proteins, particularly with respect
are complex and multifactorial, involving direct and indirect viral effects, to their functions and interactions in biological systems. It involves techniques
chronic inflammation, immune dysregulation, and viral co-infections. which such as mass spectrometry, two-dimensional gel electrophoresis, and protein
have improved life expectancy for people living with HIV, the incidence of microarrays to identify and quantify proteins within cells, tissues, or body
HIV-associated malignancies remains elevated compared to the general  fluids. In the context of HIV-associated malignancies, oncogenic proteomics
population. This has spurred considerable interest in the molecular and refers to the use of proteomic technologies to identify proteins and signaling
proteomic changes that contribute to the development of HIV-associated  pathways that contribute to the initiation, progression, and metastasis of HIV-
cancers. In this article, we will explore the mechanisms behind HIV-  rgjateq cancers. Proteomics can provide valuable insights into the molecular
associated malignancies, the role of oncogenic proteomics in understanding  achanisms underlying cancer development, allowing researchers to identify
these cancers, and the potential applications of proteomic strategies in  yyiomarcars for early detection, understand the pathogenesis of cancer in HIV-
translational research to improve diagnosis, treatment and prevention of these infected individuals, and discover new therapeutic targets. By analyzing the

cancers in HIV-infected |n'd|v.|duals. Traqslgtlonal rgsegrch aims to bridge the differences in protein expression and post-translational modifications between
gap between laboratory findings and clinical applications. In the context of . . . S .
cancerous and non-cancerous tissues in HIV-infected individuals, oncogenic

HIV-associated malignancies, proteomic strategies are increasingly being . L i . ' ,
integrated into clinical research to develop personalized treatment approaches, protgpmlcs can h'.gh"ght key drivers of malignancy that may be missed using
traditional genomic approaches.

improve cancer detection, and predict therapeutic responses. Proteomics can
also be used to identify protein signatures that predict how well a patient
will respond to specific therapies, including chemotherapy, immunotherapy, Acknowledgement
and ART. For example, certain proteomic profiles may indicate resistance to
immune checkpoint inhibitors, helping to tailor inmunotherapy regimens for
HIV-infected cancer patients [1,2].
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HIV primarily targets orchestrating immune responses against None.

malignancies. The depletion of these cells leads to a weakened immune
system, impairing the body's ability to detect and eliminate tumor cells. while References
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