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Commentary
Evolution is a process in which the number of living things changes between 

generations. Genetic mutations support these mutations. If a trait is beneficial 
and helps a person to survive and reproduce, genetic diversity may be passed 
on to the next generation (a process known as natural selection). Genetic 
findings are the basis for many of the current assumptions of neurodegenerative 
disease. This work is driven by the remarkable gains made in identifying causal 
changes; however, interpreting genetic causes of diseases in pathobiological 
understanding remains a challenge.

The use of second-generation genes allows for the classification of 
moderate and minor genetic risk factors. This requires new thinking in two 
key areas: what constitutes evidence of pathogenicity, and how we interpret 
these findings from a biological understanding. Here we describe the progress 
and continuous evolution of genes. We define a theory that rejects tradition 
that genetic evidence must be complete before a character can be used, and 
it focuses on a broader approach that includes genetics, reference data, and 
function. We also argue that these challenges cannot be met effectively through 
traditional hypothesis-driven methods, but more comprehensive system content 
efforts are required.

The primary purpose of the human genome is to facilitate the development 
of etiologic-based therapies. The field approach focuses on the idea that 
identifying genetic mutations will eventually allow us to understand the cellular 
processes that initiate and support pathogenesis. This knowledge will also allow 
for the development of machine-based therapies. 

The human genome, like the genomes of all other living animals, is a 
collection of long strands of DNA. These polymers are kept duplicate in the form 
of chromosomes in all human cells and are coded in their basic order (guanine 
[G], adenine [A], thymine [T], and cytosine [C]) details of the cellular and 
physiological features that make up a living organism. The sequence of these 
polymers, their structure and structure, and the chemical reactions contained 

not only provide the equipment needed to produce information stored within the 
genome but also provide the genome with the ability to replicate, repair, pack, 
and other self-care. In addition, the genome is essential for the survival of the 
human body; without it no cell or tissue can survive over a short period of time. 
For example, red blood cells (erythrocytes), which live only about 120 days, and 
skin cells, which live about 17 days, must be renewed to maintain the function 
of the human body, and they are genetically engineered. That basic information 
on the regeneration of these cells, and many other types of cells, is available.

The human genome, like the genome of all other living things, is a collection 
of long strands of DNA. These polymers are stored in the form of chromosomes 
in all human cells and are coded in their basic order (guanine [G], adenine [A], 
thymine [T], and cytosine [C]) details. The sequence of these polymers, their 
structure and composition, and the chemical composition of the content not 
only provide the tools needed to produce information stored within the genome 
but also provide the genome with the ability to replicate, repair, pack, and other 
self-care. . In addition, the genome is essential for the human body to survive; 
without it no cell or tissue can survive for a short time. For example, red blood 
cells (erythrocytes), which live only about 120 days, and skin cells, which live 
about 17 days, must be renewed to maintain the function of the human body, 
and to produce genes. That basic information about the regeneration of these 
cells, as well as many other cell types, is available.
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