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Introduction 

DNA fingerprinting may be a technique that simultaneously 

detects many minisatellites within the genome to supply a 

pattern unique to a private . this is often a DNA fingerprint .Just 

like your actual fingerprint, your DNA fingerprint are some 

things you're born with, it's unique to you.The first step of DNA 

fingerprinting was to extract DNA from a sample of human 

material, usually blood. 

The shorter pieces of DNA moved through the gel easiest 

and thus fastest. it's harder for the longer pieces of DNA to 

maneuver through the gel in order that they travelled slower. 

Once the DNA had been sorted, the pieces of DNA were 

transferred or ‘blotted’ out of the delicate gel on to a strong 

piece of nylon membrane then ‘unzipped’ to supply single 

strands of DNA. When exposed to radioactivity a pattern of 

quite 30 dark bands appeared on the film where the labelled 

DNA was. This pattern was the DNA fingerprint. 

A second generation of minisatellite DNA fingerprinting 

detected minisatellite repeat patterns at one locus. one among 

two methods was wont to detect these repeat sequences. First, 

in some cases, minisatellite probe hybridizations were 

performed under high stringency conditions with the probes 

sometimes hybridizing to unique, locus-specific stretches of 

sequences that flanked the repeat core. Successful 

hybridizations then resulted in simple single locus patterns, 

instead of the multilocus DNA profiles typically seen using the 

33.6 and 33.15 probes under less stringent conditions (Figure 

3C). A second approach involved the direct isolation of those 

locus-specific minisatellite sequences, although this method 

required significant effort. Genomic DNA libraries had to be 

constructed and subsequently screened with radioactively 

labeled core repeat probes to detect inserts containing useful 

polymorphic repeat DNA loci. subsequent step was to sub-

clone the unique flanking regions of the repeat. 
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     These unique regions needed to be close enough to the 

repeat to be contained within one restriction endonuclease 

fragment. The fragment was then sub-cloned and used as a 

search in Southern blots of genomic DNA. These fragments 

often returned an equivalent simple patterns with only two co-

dominant signals per individual. 

With the invention of the PCR an attempt was made to 

include the various advantages of this amplification method to 

the analysis of minisatellite loci. Jeffreys and associates 

developed this prospect with the event of a digital array typing 

technique [21, 22]. This method was a powerful technological 

accomplishment, but its appeal to zoologists was limited. This 

was likely thanks to the arrival of microsatellite-based methods 

that resulted in data which were technically much simpler to 

supply and easier to interpret, particularly for those with previous 

experience in allozyme electrophoresis and analysis. 

Nevertheless, Jeffreys’ early discoveries got to be credited for 

having led the thanks to the transformation of the many 

researchers from ecology and evolutionary biologists into 

population and evolutionary geneticists. 

As discussed earlier the technique of fingerprinting is 

employed for DNA analysis in forensic tests and paternity tests. 

aside from these two fields, it's also utilized in determining the 

frequency of a specific gene during a population which provides 

rise to diversity. just in case of the change in gene frequency or 

genetic drift, Fingerprinting are often wont to trace the role of 

this alteration in evolution. 

Satellite DNA regions are stretches of repetitive DNA which 

don't code for any specific protein. These non-coding 

sequences form a serious chunk of the DNA profile of humans. 

They depict a high level of polymorphism and are the idea of 

DNA fingerprinting. These genes show a high level of 

polymorphism altogether quite tissues as a results of which 

they convince be very useful in forensic studies Any piece of 

DNA sample found at a criminal offense scene are often 

analysed for the extent of polymorphism within the non-coding 

repetitive sequences. After the DNA profile is traced, it 

becomes easier to seek out the criminal by performing the DNA 

fingerprinting for the suspects. 
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