
   Proteins known as Monoclonal Antibodies (mAbs) are made to specifically
target proteins on the surface of cancer cells, designating them for immune
system destruction or preventing them from proliferating and dividing. A
monoclonal antibody called trastuzumab is used to treat breast cancer by
targeting the HER2 protein that is overexpressed in some breast cancer cells.
Another family of monoclonal antibodies called checkpoint inhibitors enhances
the immune system's capacity to identify and eliminate cancer cells. Immune
checkpoints are blocked by medications such as pembrolizumab and
nivolumab, which helps the immune system recognize and combat cancer cells
again. These treatments have demonstrated impressive results in treating a
variety of malignancies, such as lung cancer and melanoma [4,5].

The development of tailored cancer treatments depends heavily on 

    Uncontrolled cell proliferation is a hallmark of cancer, a complex and
complicated collection of illnesses that continues to be a major worldwide health
concern. Despite their effectiveness in many situations, traditional cancer
therapies like radiation and chemotherapy can have serious side effects since
they are non-specific. The creation and improvement of targeted medicines in
recent years has brought about a paradigm change in the treatment of cancer.
With the potential of more potent and less harmful therapies, these novel
strategies seek to specifically target cancer cells while preserving healthy cells.
This article offers a thorough summary of the most recent developments in
targeted cancer therapy, examining their workings, difficulties, and possible
effects on cancer treatment in the future [1].
    The goal of targeted cancer therapy is to disrupt certain chemicals that are 
essential to the development, spread, and proliferation of cancer cells. Targeted 
therapies seek to reduce side effects by minimizing harm to healthy tissues, in  
contrast to standard treatments that impact both malignant and normal cells.
There are several kinds of targeted medicines that focus on certain facets of the
behavior of cancer cells. These include of immunotherapies, monoclonal  
antibodies, and small molecule medications [2]. Small molecule medications  
are made to enter cancer cells and disrupt particular chemical processes that
are necessary for the cells to survive and proliferate. One well-known family of
small molecule medications utilized in targeted cancer treatments is Tyrosine
Kinase Inhibitors (TKIs). Tyrosine kinases, which are essential for cell signaling
and the development of cancer, are inhibited by these medications. For
instance, the therapy of Chronic Myeloid Leukemia (CML) has been
transformed by the tyrosine kinase inhibitor imatinib. Imatinib stops the
unchecked proliferation of cancer cells by selectively blocking the action of the
BCR-ABL fusion protein, which produces amazing results for CML patients [3].
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The field of cancer therapy has seen substantial transformation with the 
advent of targeted therapies. These innovative approaches mark a step toward
precision medicine in the treatment of cancer and the potential for safer and
more effective treatments. The field is still progressing because to ongoing
research, clinical trials, and technology advancements, despite enduring
challenges including accessibility and resistance. The future of cancer
treatment will incorporate patient-centered care, biomarker-driven strategies,
precision medicine, and targeted therapies. Researchers, physicians, and
regulatory bodies must continue to collaborate and possess a comprehensive
understanding of cancer biology in order to properly utilize targeted cancer
medications and improve patient outcomes worldwide.
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Introduction precision medicine, a method that takes into account individual differences in 
generation sequencing, scientists can pinpoint the precise genetic changes 
causing cancer to spread. Based on the distinct genetic composition of each 
patient's cancer, this knowledge aids in customizing treatment plans. Another 
cutting-edge method is liquid biopsy, which makes it possible to find tumor 
DNA in the blood. This non-invasive method helps with treatment decisions 
and therapy response by giving real-time information regarding a patient's 
cancer profile.

   The discovery and use of targeted medicines are greatly aided by biomarkers,
which are quantifiable indications of biological processes. Finding  predictive
biomarkers makes it easier to group patients according to how likely  they are to
react to particular therapies. For instance, the existence of the HER2 biomarker
in breast cancer suggests that the disease may respond well to trastuzumab
and other anti-HER2 targeted treatments. The development of tailored
therapeutics for hitherto untreated cancer subtypes is made easier by the
discovery of new biomarkers made possible by liquid biopsies and other cutting-
edge diagnostic technologies. Patient outcomes are improved and treatment
accuracy is increased when biomarker-driven techniques are incorporated into
clinical practice.
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