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Even though chronic inflammatory disease often comprises 70% of a nation’s health budget, its molecular mechanisms 
have remained elusive. Without a clear pathogenic description, the available treatments for Autoimmune, Neurologic, and 

even psychiatric diagnoses, have remained marginally effective, and Preventative and Predictive Medicine has been stalled at 
the starting-gate. With Metagenomics came the understanding that man is a super-organism, a community of thousands of 
species of microbes functioning in homeostasis with the human genome. Proteomics and Metabolomics have built on this 
foundation with the knowledge that even seemingly similar diseases result from not a single transcriptional dysfunction, but 
from thousands of dysfunctional interactions between the host and its microbiome (the ‘Interactome’). Molecular mimicry 
exists on a scale which was inconceivable just 5 years ago. Fortunately, the retargeting of an approved drug has allowed quick 
Translation of immunostimulative, rather than immunosuppressive therapies, resulting in a clinical paradigm shift, and 
improved opportunities for rapid molecular discovery.


