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Dropout is unavoidable in studies that involve data measured or observed longitudinally on individuals, regardless of how 
well they are designed and executed. In this presentation, the author will demonstrate the application and performance of 

multiple imputations (MI) in handling drop out in longitudinal studies. We applied the MI technique to the Sinikithemba study 
data, dealing with dropout using log viral load as the response variable. We assumed that the dropout mechanism is missing 
at random (MAR). The primary objective was to investigate the impact of dropout on the evolution of HIV Bio-markers in a 
model including genetic factors as covariates. The results obtained from MI were then compared to those from the analysis of 
the incomplete datasets directly. From the two results we could easily see that, there are differences in the findings obtained 
from both analyses. Therefore, there is need to account for dropout since it can lead to biased results if not properly addressed.
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