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In this paper, a sequential algorithm of graph nodes classification and their partial order definition are applying to protein
network using for a study of the key players required for connecting ABA signaling and ABA-mediated drought and thermo
tolerance. Suggested classification procedure allows finding in the network using for research of plants stability to drought and
extreme temperatures proteins, the most important clusters for thermo stability and impacts to provide them conditions that
are more convenient. It is possible to allocate output proteins DREB2C, ABA receptors PYLs, which are the most important
for thermo stability of plants by their biochemical characteristics. In the network, there are only two multi node clusters and
only one of them has edges connected with allocated output proteins. Details of this multi node cluster with allocated output
proteins are analyzing.
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