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Recent advances in metabolite (and lipid) profiling can link genetics, exposures, and risks of chronic diseases. Here, several 
methods for identifying biomarkers are applied to data from a metabolomic study of healthy volunteers. The primary 

objective of this work is to compare the performance of these methods and to determine which best differentiatethe known 
groups in the sample, with the ultimate goal of applying the method(s) with the best performance to future clinical samples.

Biography
Kelsi Perttula is a second year Ph.D. student in Stephen Rappaport’s laboratory at UC Berkeley. She previously earned a BS in chemistry at UC Berkeley, and an 
MS in Chemistry at San Jose State University. After a ten year career as a forensic chemist and DNA analyst, in 2012 she joined the Environmental Health Science 
Division of UC Berkeley’s School of Public Health.

kelsimp@berkeley.edu

Kelsi Perttula et al., Metabolomics 2014, 4:2
http://dx.doi.org/10.4172/2153-0769.S1.026


