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Breast cancer is the most frequently diagnosed cancer and represents the main cause of women death by cancer. Our group 
and others have shown that the ZNF217 candidate oncogene provides a selective advantage to cancer cells by inducing 

resistance to chemotherapy, in particular by interfering with survival pathways or by deregulating apoptotic signals. High 
expression levels of ZNF217 have also been associated with invasion/migration in vitro and metastases development in vivo in 
nude mice. Our group has reported that high levels of ZNF217 mRNA represent a new biomarker for poor prognosis associated 
with shorter relapse-free survival in breast cancer. By classic PCR and further sequencing, we have found and validated the 
existence of a new ZNF217 isoform in a panel of breast tumors samples. We aimed at elucidating the impact that plays this new 
isoform in breast cancer, in comparison with that of ZNF217 wild-type (WT). We have cloned this ZNF217 variant sequence 
in a eukaryotic expression vector and MDA-MB-231 breast cancer cells were stably transfected with the ZNF217-WT or the 
ZNF217 isoform encoding plasmids. Ectopic expression of ZNF217 isoform or ZNF217-WT was validated by RT-qPCR in 
MDA-MB-231 transfected cells, and several cellular clones were established. We then aimed at investigating and comparing the 
phenotype displayed by ZNF217 isoform transfected cells in regards with ZNF217-WT transfected cells. Finally, we investigated 
by RT-qPCR the pattern of expression of ZNF217-WT and ZNF217 isoform in a set of 113 primary breast tumors samples.
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