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The current paradigm for biosample collection and genotyping is two-phased: Sample collection and storage, followed by 
sample retrieval and genotyping.  Quite often the second phase is months or years after sample collection, if it occurs at 

all. This practice is conservative, in that it avoids genotyping expense up front, but at a cost of incurring huge delays in access 
to data.  Furthermore, costs of storing, retrieving and prepping samples prior to genotyping are significant. For these and other 
technological reasons, we advocate a paradigm in which the genotypic data is generated immediately, upon sample collection, 
which now places an emphasis on data storage, access, and analysis.
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