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Type II Diabetes Mellitus (T2DM) is now considered to be a serious disease that is always associated with long-term and 
life-threatening complications, attributed deaths and economic burden to nations. Several Single Nucleotide Polymorphisms 

(SNPs) in CD36 gene have been found to be associated with metabolic syndrome and HDL metabolism, both predictors of the risk 
of heart disease and T2DM. We studied eleven SNPs in entire CD36 gene and their association with 100 each of control subjects 
and T2DM. The haplotypic analysis of few significant SNPs was carried out in individuals from families with diabetic history in 
order to evaluate its utility in disease prediction. Polymerase Chain Reaction-Restriction Fragment Length Polymorphism (PCR-
RFLP) was used for genotyping. Ten families with a family history of diabetes were identified and blood samples were collected 
from as many family members as possible. Genotyping of three SNPs viz. rs1761667 (G>A) in exon 1 A, rs3211938 (T>G) in 
exon 10 and rs3212018 (16 bp del) in exon 14 was performed in all samples. In our study on North Indian population, SNP 
G>A (rs1761667) genotypes showed a highly significant association (p<0.001) and 1264T>G (rs3211938) showed mild significant 
for T2DM (p=0.045). Moreover, individuals having a ‘GATTC1’ haplotype might be at risk of developing T2DM (p<0.001) and 
therefore might be susceptible to related complications. In addition of it, ‘A’ ‘G’ and ‘G’ alleles of SNPs rs1761667 (G>A), rs3211938 
(T>G) and rs1984112 (T>G), respectively tend to have increased BMI. Such studies may be helpful for disease prediction in 
individuals at risk of T2DM and could be used as a genetic marker.
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