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Familial amyotropic lateral sclerosis (ALS) has been linked with mutant misfolded superoxide dismutase (SOD) aggregates in motor 
neurons. Although the aggregation pathway has not yet been fully elucidated, the use of naturally occurring polyphenols to inhibit 

this deleterious process shows pharmacologic potential for intervention. Curcumin, the polyphenolic active component of turmeric, 
has been demonstrated to have inhibitory properties against the aggregation of a broad spectrum of misfolded proteins. Using 
Autodock Vina, Autodock tools and Discovery Studio Visualizer, both the keto and enol forms of curcumin as well as chlorogenic 
acid, a curcuminoid, were docked with A4V and I113T, two prevalent mutants of SOD and the protein in its wild type configuration, 
comparing metal bound versus apo versions of the protein. Putative binding sites as well as ligand binding affinities and protein 
bound configurations were determined and analyzed. The results indicate that the ligands form stable complexes with these proteins, 
with chlorogenic acid exhibiting higher levels of binding affinities for the two mutants and wild type SOD.
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